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Scientific specialization: 

Molecular genetics and genomics of Brassica crop species and Arabidopsis thaliana 

Research area 

� Comparative mapping of three basic Brassica genomes (A, B i C) (Brassica campestris- A, 
Brassica nigra- B and Brassica oleracea- C) with RFLP markers led to identification of 
several homologous regions (common for all studied genomes). Evidence have been found 
for structural modifications in A, B, and C genomes that have taken place since the distant 
poliploidization.  

 
� Construction of chromosomal map for B. oleracea (collard/cauliflower) with 400 loci 

corresponding to known A. thaliana genes (gene probes from A. thaliana genome 
sequencing program) 
 

� Identification of 34 conserved chromosomal segment covering 60% of B. oleracea genetic 
map based on comparative analysis with A. thaliana genome.  

 
� Analysis of conservation/rearangements level of selected chromosomal regions (altogether 

8 Mbp) between A. thaliana and B. oleracea (study and application of BAC/FISH/pachyten 
strategy) 
 

� Analysis of transcription profile for 22.000 A. thaliana genes (microarray technique) under 
ozone and drought stress treatment. Characterizing the transcription profile  of genes 
involved in ABA and ethylene biosynthesis and their signalization pathways acting in these  
abiotic stresses.  

 
� Recognition of molecular and genetic basis of A. thaliana ABI1 protein phosphatase coding 

gene – key element of ABA-dependent cell developmental processes and stress response.  

Awards  

Granting one year scholarship of Fullbrighta-Hays Foundation on Rutgers University and Texas 
A&M University, USA between 1979-1980. 

 Granting a training in „Cloning and analysis of HMW DNA” on Cold Spring Harbour Laboratory, 
USA, April 1993.  

 Member of Multinational Steering Commitee of Brassica Genome Project, from 2003 – until 
now. 

Local co-operation 

� Department of Biotechnology, Institute of Molecular Biology and Biotechnology, Adam 
Mickiewicz University, Poznan 

� Laboratory of Resistance Genetics, Institute of Plant genetics, Polish Academy of Sciences, 
Poznań 

 
 



International cooperation 

Universite de Perpignan/CNRS (France),  

University of California (USA) 

Rothamsted Research Institute, Harpenden (GB) 

Training abroad: 

� USA, Cold Spring Harbour Laboratory, 10 days, 1993 
� USA, University of California, 2.5 year, 1993-1995 
� USA, University of California, 2 moths., 1996   
� Francja, Universite de Perpignan, 5 weeks, 1998  
� Francja, Universite de Perpignan, 5 weeks, 1999   
� Francja, Universite de Perpignan, 4 weeks, 2000  
� Chiny, Chongquing University, wykłady, 2 weeks 2002 
� Great Britain, John Innes Centre, Norwich, 1 week, 2002  
� W. Brytania, Oxford University, 1 week, 2006  
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Participation in national projects: 
 
Grant KBN (6 P06A 039 20) „Physical mapping of Brassica pachyten chromosomes with Arabidopsis 
thaliana BAC clones and FISH technique.” 01.02.2001 -31.01.2002. 
 
Grant KBN (6 P06A 009 21). „Analysis of organization of Brassica oleracea L. chromosomes based 
on known Arabidopsis thaliana genetic probes and genome map.”, 2001-2003. 
 
Grant KBN (3P06A03624): “Molecular and genetic analysis of drought stress response in 
Brassicaceae family”. 01.05.2003 -30.04.2006.  
 
Grant KBN (029/P06/0.10): „Chromosome mapping of genes resistant to abiotic and biotic stresses 
in Brassica crop species.” 01.10.2001-30.09.2004.  
 
Grant (PBZ-KBN-089/P06/2003): „Functional analysis of selected drought stress responce genes in 
Brassicaceae family: gene expression silencing using RNAi techniques.” 01.01.2004-31.12.2006  
 

Grant MNI (2P04A03329): "Biochemical and molecular analysis of insertional mutant abi1; gene 
coding for protein phosphatase 2C”. 19.10.2005-18.10.2006. 
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“Evaluation and modification of drought stress adaptative properties of winter rape (Brassica napus 
var. oleifera L.) using functional genomic methods”, 21.08.2007-20.08.1010. 
 
 


