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Field of specialization: 
 
molecular genetics and structural genomics of plants 
 

Research achievements: 
 
 Screening of L. angustifolius BAC library for clones containing the sequences of genetic markers linked to 

the resistance traits: anthracnose, lupin rust and Phomopsis stem blight, followed by restriction 
fingerprinting and contig construction, 

 Functional annotation of BAC-end sequences obtained for clones selected from BAC library, 
 Design and genetic mapping in L. angustifolius genome of SSR markers containing Medicago truncatula 

introns, STS markers based on BAC-end sequences and RCT1 locus carrying M. truncatula anthracnose 
resistance gene, 

 

National cooperation: 
 
 Prof. dr hab. Cezary Mądrzak, dr Dorota Narożna, Dept. of Biochemistry and Biotechnology, Faculty of 

Agriculture, University of Life Sciences in Poznań. Selection of BAC clones carrying genes from 
phenylopropanoid pathway and mapping of these genes in L. angustifolius genome. 

 Dr Jan Podkowiński, Institute of Bioorganic Chemistry, Polish Academy of Sciences in Poznań. Identification 
and description of genes participating in diazotrophic symbiosis and genes encoding ACC. 

 Prof. dr hab. Wojciech Karłowski, Institute of Molecular Biology and Biotechnology, Faculty of Biology 
Adam Mickiewicz University in Poznań. Functional annotation of BAC-end sequences obtained for clones 

selected from L. angustifolius BAC library. 
 
 

International cooperation: 
 

 Dr Hu'an Yang, Department of Agriculture and Food Western Australia, Perth, Australia. Exchange of plant 
materials (seeds of cultivars, parental lines, and mapping population of the narrow-leafed lupin) and 

information on sequence of markers linked to selected traits. 
 Dr Matthew Nelson, University of Western Australia Perth, Australia. Construction of L. angustifolius 

genetic map with STS markers and analysis of synteny between L. angustifolius and M. truncatula geomes. 
 Dr Kader Ainouche UMR CNRS ECOBIO 6553, EGS, University of Rennes-1, France. Comparative analysis 

of homologous regions carrying SymRK gene. 

 

Scientific courses: 
 
 Biological Research Institute (BRC), Szeged, Hungary. „Practical application of CelI enzyme for genotyping 

plant individuals”, 1 tydzień (2004). 
 Department of Agriculture and Food Western Australia, Australia, Perth. „Molecular marker development 

and implementation in lupin breeding”, 2 tygodnie (2008). 
 

Research projects financed from national resources: 
 
 Ministry of Science and Higher Education research grant No. N301 084 32/3234 “Analysis of structure of 

Lupinus angustifolius genome region carrying anthracnose resistance gene” 2007-2010, investigator 
 Ministry of Science and Higher Education research grant No. PBZ-MNiSW-2/3/2006/3 “Identification of 

molecular markers linked to gene conferring resistance to pathogenic fungi Diaporthe toxica causing 
Phomopsis stem blight in narrow-leafed lupin (Lupinus angustifolius L.)” 2007-2010, investigator 

 Ministry of Science and Higher Education doctoral dissertation grant No. N N301 165635 “Structure and 
organization of genome region determining anthracnose resistance in narrow-leafed lupin (Lupinus 
angustifolius L.)” 2008-2010, principle investigator 

 Ministry of Science and Higher Education research grant No. N N301 391939 “Nuclear genome of Lupinus 

angustifolius L.: structure and genetic and physical localization of selected genes and comparative analysis 
of selected genome regions in legume plant species” 2010-2013, investigator 

 Ministry of Agriculture and Rural Development task No. 86 “Molecular markers linked with domesticated 
traits for genotype characterization of narrow-leafed lupin (Lupinus angustifolius L.)” 2010, investigator 

 Ministry of Agriculture and Rural Development task “Early flowering trait in narrow-leafed lupin (Lupinus 
angustifolius) – genetic and molecular background” 2011, investigator 
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